In the crystal sructure of the title compound, C 17 H 21 NO, the molecular packing is stabilized by intermolecular N-HÁ Á ÁO hydrogen bonds and additional weak N-HÁ Á Á interactions, forming chains that propagate along the b axis. Conjugation of the carbonyl group and the benzene ring is rather attenuated due to a twisting of the carbonyl group from the plane of the benzene ring [torsion angle = 27.1 (2) ].
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Cg1 is the centroid of the C12-C17 ring. (18) 144 (2) Symmetry codes: (i) Àx þ 1; y À 1 2 ; Àz þ 1 2 ; (ii) Àx; y À 1 2 ; Àz þ 1 2 .
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Comment
The adamantane cage represents a widely used substituent in medicinal chemistry. A large number of adamantylated biologically active compounds have been described in the literature. For example, they act as tuberculostatics (Ginsberg, 2010), anti-influenza virus agents (Lagoja & De Clercq, 2008) and as type 2 diabetes medications (Ahrén, 2009). The title molecule belongs to the family of newly prepared adamantane-bearing aromatic amines as promising building blocks for drugs modification.
The asymmetric unit of the title compound consists of a single molecule (Fig. 1 ). The benzene ring is essentially planar with a maximum deviation from the best plane being 0.025 (16) Å for C14. The adamantane cage consists of three fused cyclohexane rings in classical chair conformations, with C-C-C angles varying within the range 107.40 (12)-110.82 (13)°.
The torsion angles describing an arrangement of adamantane scaffold, benzene ring and carbonyl bridge C1-C11-C12-C13 and C2-C1-C11-C12 are 151.40 (15) and 78.16 (17)°, respectively. The molecules are linked into chains parallel to the b-axis by N1-H1A···O1 hydrogen bonds (Fig. 2 , Table 1 ). The crystal packing is further stabilized by intermolecular N-H···π interactions.
Experimental
(1-Adamantyl)(3-nitrophenyl)methanone (450 mg, 1.65 mmol) was dissolved in 47 cm 3 of warm methanol and 7 cm 3 of hydrochloric acid/water (1/1, v/v) was carefully added. Into the refluxed and well stirred mixture, portions of an iron powder (207 mg, 3.71 mmol) were added successively. The reaction was stopped when TLC indicated the consumption of all starting material. The mixture was diluted with 5% solution of sodium hydroxide (40 cm 3 ) and extracted several times with diethyl ether. Combined organic layers were washed with brine, dried over sodium sulfate and evaporated in vacuum. The desired product was obtained after the purification of crude material using column chromatography (silica gel; petroleum ether/ethyl acetate, 1/1, v/v) as a colourless crystalline powder (371 mg, 88%, mp 370-373 K). The crystal used for data collection was grown by spontaneous evaporation from deuterochloroform at room temperature.
Refinement
All carbon bound H atoms were placed at calculated positions with distances of 1.00 Å (R 3 CH), 0.99 Å (R 2 CH 2 ) and 0.95 Å (C sp2 H), and were refined as riding with their U iso set to 1.2U eq of the respective carrier atoms. Nitrogen bound H atoms were located in a difference Fourier map and refined isotropically. In the absence of anomalous scattering, Friedel pairs were merged. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > 2σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) 
0.0383 (7) 0.0326 (7) 0.0219 (6) −0.0106 (7) −0.0096 (6) 0.0026 (5) N1 0.0409 (10) 0.0300 (9) 0.0324 (8) −0.0094 (9) −0.0087 (8) 0.0115 (8) C1 0.0158 (7) 0.0174 (7) 0.0177 (7) −0.0016 (7) −0.0002 (6) −0.0010 (7) C2 0.0167 (7) 0.0182 (8) 0.0221 (7) 0.0007 (8 (7) 0.0017 (7) C10 0.0183 (8) 0.0179 (8) 0.0191 (7) 0.0001 (7) −0.0008 (7) −0.0019 (6) C11 0.0192 (7) 0.0204 (8) 0.0183 (7) 0.0023 (7) −0.0005 (6) −0.0011 (7) C12 0.0211 (7) 0.0199 (8) 0.0160 (7) −0.0014 (7) 0.0026 (6) 0.0000 (7) C13 0.0214 (7) 0.0244 (8) 0.0186 (7) 0.0002 (8) −0.0007 (6) −0.0013 (7) C14 0.0300 (9) 0.0221 (9) 0.0174 (7) −0.0010 (8) 0.0022 (7) 0.0005 (7) (2) C8-H8B 0.9900 C1-C10 1.547 (2) C9-H9A 0.9900 C1-C2 1.553 (2) C9-H9B 0.9900 C2-C3 1.537 (2) C10-H10A 0.9900 C2-H2A 0.9900 C10-H10B 0.9900 C2-H2B 0.9900 C11-C12 1.508 (2) C3-C4 1.537 (2) C12-C13 1.395 (2) C3-C9 1.538 (2) C12-C17 1.400 (2) C3-H3 1.0000 C13-C14 1.398 (2) C4-C5 1.535 (2) C13-H13 0.9500 C4-H4A 0.9900 C14-C15 1.402 (2) C4-H4B 0.9900 C15-C16 1.385 (2) C5-C6 1.532 (2) C15-H15 0.9500 C5-C10 1.535 (2) C16-C17 1.386 (2) C5-H5 1.0000 C16-H16 0.9500 C6-C7 1.538 (2) C17-H17 0.9500 C6-H6A 0.9900
Hydrogen-bond geometry (Å, °)
Cg1 is the centroid of the C12-C17 ring. (3) 3.003 (2) 168 (2) N1-H1A···Cg1 ii 0.90 (3) 2.54 (3) 3.316 (18) 144 (2) Symmetry codes: (i) −x+1, y−1/2, −z+1/2; (ii) −x, y−1/2, −z+1/2. supplementary materials sup-7 
